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miR-203a-5p#E [E]FABP4%} 18 14 85 & H MK K562
YHAEIETE .. BT S Zmpa A HARY 20

Feamam RAeA FELXZW OHEF FaE BEF AN BHRFH
(CEZE AT BE BRI, 135 050051; 2 78 BE R S55 — MY @ B B i 2R, 7T 530021;
SHFFET R ERE R TTEE LS AR, A2 050051)

e A RAR T miR-203a-5p¥e &) FABPAT 12 1 #E & & fn % K5624nfeig . A= b
B R B e Roem . A KS5624m 0.4 A control2E. miR-NC#E. miR-203a-5p mimicZ8. miR-203a-5p
mimic+pc-NC4E. miR-203a-5p mimic+pc-FABP448. qRT-PCR#A& M 40 iz F miR-203a-5p. FABP4
mRNA & A KF; MTTkAEdufe @460 40 ie3g 78, 77 X 48 Je R A0 4m i 8 = A= 2@ i J8) 2, Western
blotA% ] £m .+ Bax. Bcl-2. cleaved caspase-3. PCNA. FABP4%& & R iA/K-F; KA EBEZF ML
I4EmiR-203a-5pFe FABP44) % % ; #R R A ARG 5 140 L i miR-203a-Sp A ik 2t P8 A& K 69 %5 7R
5 control2 ##miR-NC#H bb4%, miR-203a-5p mimicZEK 56248 fmiR-203a-5p & A K-F. mfen A = &,
Go/G #i4m i tb 5] . BaxAecleaved caspase-3%& & & L K-FH &, FABP4 mRNA KA K-F, Dt (24.
48 h), et 7A % SEFGy/MAA 48 b 4], Bel-2. PCNAAFABP4% & & K /K -F IE1%(P<0.05); 5
miR-203a-5p mimic+pc-NCZH Fb 4%, miR-203a-5p mimic+pc-FABP42AK 56248 it 8 == % . Go/G, i 4m
Je k4] . BaxAncleaved caspase-3%& &) & XK -F 44K, FABP4 mRNA& A KT, Dysfti(24. 48 h), 4@
Jog A % SEFG/MER eIk, Bel-2. PCNAFFABPA% & £ A K-+ 5 (P<0.05); miR-203a-5p
FeFABP4f f¥e %) % % ; £ iAmiR-203a-5p & A 5T 374148 S AT 8 £ K, EIKFABP44=PCNA & X /K -F
(P<0.05). #ZAF7AF E L AmiR-203a-5p& A 7 47 % FABP4A£ A, ¥t w7 H| K562 4m i34 74, [H# 4m
e 8 2, SRt i A =

X##18  miR-203a-5p; FABP4; 12 VERE & M55, KS6240 L; 3G 5, 4 1=, 20 i JH

Effects of miR-203a-5p on Proliferation, Apoptosis, and Cell Cycle
of Chronic Myeloid Leukemia K562 Cells by Targeting FABP4
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Abstract This study was to investigate the effects of miR-203a-5p on the proliferation, apoptosis, and cell
cycle of chronic myeloid leukemia K562 cells by targeting FABP4. K562 cells were assigned into control group,
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miR-NC group, miR-203a-5p mimic group, miR-203a-5p mimic+pc-NC group, and miR-203a-5p mimic+pc-
FABP4 group. qRT-PCR was applied to detect the mRNA expression levels of miR-203a-5p and FABP4 in cells.
MTT assay and Edu staining were applied to detect cell proliferation. Flow cytometry was applied to detect cell
apoptosis and cell cycle. Western blot was applied to detect the expression levels of Bax, Bcl-2, cleaved caspase-3,
PCNA, and FABP4 proteins in cells. Luciferase activity experiment verified the relationship between miR-203a-
5p and FABP4. The nude mouse transplant tumor experiment was applied to detect the effect of upregulating miR-
203a-5p expression on tumor growth. Compared with the control group and miR-NC group, the expression level of
miR-203a-5p, apoptosis rate, Go/G, phase cell ratio, the protein expression levels of Bax and cleaved caspase-3 in
K562 cells were higher in the miR-203a-5p mimic group, the expression level of FABP4 mRNA, Day (24, 48 h) val-
ues, cell proliferation rate, proportions of S and G,/M phase cells, the protein expression levels of Bcl-2, PCNA, and
FABP4 were lower (P<0.05). Compared with the miR-203a-5p mimic+pc-NC group, the apoptosis rate, Go/G; phase
cell ratio, the protein expression levels of Bax and cleaved caspase-3 in K562 cells were lower in the miR-203a-5p
mimic+pc-FABP4 group, the expression level of FABP4 mRNA, Dy (24, 48 h) values, cell proliferation rate, pro-
portions of S and G»/M phase cells, the protein expression levels of Bel-2, PCNA, and FABP4 were higher (P<0.05).
There was a targeted relationship between miR-203a-5p and FABP4. Upregulation of miR-203a-5p expression
could inhibit tumor growth in nude mice and reduce the expression levels of FABP4 and PCNA (P<0.05). This
study concluded that up-regulation of miR-203a-5p expression could inhibit FABP4 expression, thereby inhibiting
K562 cell proliferation, blocking cell cycle, and promoting cell apoptosis.

Keywords miR-203a-5p; FABP4; chronic myeloid leukemia; K562 cells; proliferation; apoptosis; cell

cycle

P 8E 2 A 1197 (chronic myelogenous leukemia,
CML) 2 —Ff MK R Ge P oR, 53 Iy rFokr 4H
ERETE, HARAE AR, TIEFR4nfIhfe, B
Jor AR Al 0. CMLERE BT 1 BN R R
WEEIH S B E . XD B, BEEEE
ZiWiayT ST AR AETR YT, IR ORHR R CML AR &
AEAEE BTG 0 43 KB 3 6o T e R U It 0 o 51 i 245
H AR X e 2504 — @ @IAE A 230 TR R 5t
CML (1) & 975 HIL I RGBT 1R 8 R I A2 7 A T TG
J7 CML/E Huf B2 TAEH B 4 sl miRNAZ
— N T AR S RNA, B R L R Rk 1
TER, @Rt 5 TR N B AN A, WS 51
AR AR AR, B BoR, miIRNARIRIERHE
JHRE () R A R A 5= BTAE o i miR-203a-5p
FeIR TR 2 e AR A P B, ISEL R A0 L A
FO b RE A= K ). miR-203a-5pid ik I O
Jeiit 27K 56220 i 43 B H IRACH, FRIRKS6240 B
2y, I CMLERE . HEM miR-203a-5p % 5 1%
Ji R 20 B AR 22 AT N . FABPASE — Rl IR R 1R
®H, 5 RAEA N R, BT 5E ERFABP4R]
R b 40 B P A 1) 2247 9 . FABPALE Bl 21

IR b R IE |, UTER FABP4AZR A 1] 1 B iz
YIS A AE W4T N . FABPA R 1 5 7, e 4 it
e W5 o e, Rk FLR R AT A2 . HEMIFABP4Z Y
IRk fe , RS B AE I 43 it /X B miR-203a-5p Al
FABP4AF{E S 171 45 417 £ . miR-203a-5p e 75 Al iff
FEFABP4SZIA CMLE & i Jo s o R AT 72 R 1)
miR-203a-5p /& 75 7] 145 FABP4Z ik >k 5 M 12 P
A HEMURKS6240 MU XG5« I 155 20 1
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1.1 #%

L1l @mieszshth  12VERER B IUHKS624H My
H gAY R AR A A ; 121 SPFZ¢ BALB/c
BB BT PR RER 50 3 O

112 £Z&K5 AP MIIE. MTTAEduidifl &
T B B RS AE R A R A ] 5 S RNATRRUR
F . JHEE B QRT-PCRIR 7 &0 [ b sk
YR AR A ; FABP4. B-actin. Bcel-2. cleaved
caspase-3. Bax. PCNA—${ K —$HiIl4 H ¥ [E Abcam
A ) ; miR-203a-5p4l4% miR-203a-5p mimics & 3
[P % miR-NC.  FABP4id 234 5 Ki pc-FABP4) &
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BRI

FLB X B pe-NC 187 78 T3 (LV-NC), 1Kk
miR-203a-5p 1855 8 (LV-miR-203a-5p) 200 [ _EiF 7
UL P2 2= R A R A ] ; SEDIBZY qRT-PCRAY #%
B AL AR R R A IR A\ B BE-200B 4K
Z Dy Re BRI B e 5 QR A BR A 7

1.2 KWFE

12.1 33EmiR-203a-5p5FABP4#g¥em %4 4y
@ FABP4 BT A= 7 F1 5 A2 MY J5i ¥i (FABP4-W T Hl
FABP4-MUT)( 1), ¥miR-NCHImiR-203a-5p mimic
53 )5 PR TR R YK S 624011, 48 hs, Rl %
H R EE

122 @mienabstd  HOHEKIARKS624
534 controlZH. miR-NCZ1. miR-203a-5p mimic
ZH. miR-203a-5p mimic+pc-NCZl. miR-203a-5p
mimic+pc-FABP44 ; miR-NCZH #% %% miR-NC, miR-
203a-5p mimicZ 4 % miR-203a-5p mimic, miR-
203a-5p mimic+pcDNAZHL % % miR-203a-5p mimic
HlpcDNA, miR-203a-5p mimic+pcDNA-FABP44
&t miR-203a-5p mimicH! pcDNA-FABP4, H Lipo-
fectamine2000: 771 73 ) Fg %o B2 Joi iz % G 21 K562 4]
M, 48 h)E AT J5 2R 505G, control 4 1E 85 7%

1.2.3  qRT-PCRA| 48 i F miR-203a-5p#F= FABP4
HEREE FEEUAH M P A RNA 3 i 5ty
cDNA, %32 EPCRY HicDNA. 5]4miR-203a-5p:
1E[[5-GTG CAG GGT CCG AGG TAA TGT CTT-3/,
1] 5'-GTG CAG GGT CCG AGG T-3'; FABP4: 1E
[f]5'-GCC AGG AAT TTG ACG AAG TCA C-3', [ [f]
5-TTC TGC ACA TGT ACC AGG ACA C-3"; U6: 1E
1] 5-CTC GCT TCG GCA GCA CA-3', Jx [ 5'-AAC
GCT TCA CGA ATT TGC GT-3"; GAPDH: 1F 7]
5'-CTG GGC TAC ACT GAG CAC C-3', X [f]5'-AAT
GGT CGT TGA GGG CAA TG-3'. LA\ U6FI GAPDH
NN Z, fEEH 27207151 B miR-203a-5p. FABP4IY]
FHXRILH

124 MTTi%. Eduf &emmieigss MTT:
miR-203a-5p 5’

FABP4 3'UTR-WT

FABP4 3'UTR-MUT

KA LS} 104N FLEEFh 296 FLAR T 15 7%, 724 hfl
48 hitt T Z-FLHFMA20 uLIMTTIAE W37 °CHiF & 4 h,
NN 150 uLf¥ DMSOV R , 5 A J5 B br A e W
HE(DYE (490 nmAit).

EduZb 8 W4 20 f e 2124 FLAR (5x 10 /4L)H,
K 7736 hig T %L A& EEdui¥ B2 h(37 °C), 1%
HE Edu-55538 FEA 77 620 SR 3647 Edu e DAPIHY
o, IR, Imagel AT AT G, 41 3
B8 Z2=EdulH M40 fo £/ 21 = £0< 100%
1.2.5 oo B Ao B 2Asem)  4HARIE TOSRE:
4°C, 1000 xgg5.005 mini 5 HKS6240 0, &5
BIN 24508, F 5 mLEJ Annexin V-FITCi{3f5 5 mL
(PR ALt , IR E 15 minGEE), EAL R
JHASC R U 240 B T

Y BS54 °CL 1 000 xgB 0 5 minli &
HAKS6241 8, A PBSIEYE, FH70% LB [ 2 i)
(4 °C), 4 °C. 1000 xg5L»5 miniCEH i, PBSIH
¥, I ARNasei# i fiE5 mL, 37 °Ci# B 1 h, I APIH
R = B F 0.5 h, I =40 BRI 40 A 4
1.2.6 Z&&EAM  4°C. 1000 xgE»5 mindi
LR KS6240 M, ZLARNZLARAN ML, $EIAH M & R
H, 58 S AT E ), 8 E A HOKIR R M Bk I
Ji§, =R # 412 h; i ABax. PCNA. Bcl-2. FABP4.
B-actin. cleaved caspase-3(#iFe LAg1:1 500)%tid °C
W E I, PeME S AN Bt (FoRE A9 1:5 000) % iR
%, H ECLYtt, Image-Pro Plus/)#T 2% [ i K &
=
127 RAMSEEEE K12 ABALB/CHR L
43 N8R H5 S 8 (LV-NC)4H . i % ik miR-203a-5p
895 7 (LV-miR-203a-5p)2H., 43 5 ¢ 3 4 200 mL
(2x107}>) LV-NCHI LV-miR-203a-5p’% 44 ] K562
i, SRR AR AR A O, 30K JE A SRR R, UT R
JiRg , FREE, qQRT-PCRAS I 1983 4 21 H miR-203a-5p
I FABP4FE R 235 /K-, 9% 28 A4 A 0 e 8 24 25
FABP4HI PCNA R HRE G L. AT i) v

ACAAAUUCUUGGUGA 3’

3" UGACUGA AACCACAGYS'

3" UGACUGA AGUAACAG S’

Bl miR-203a-5pFFABP4EAMEZEHERFF
Fig.1 Complementary nucleotide sequences of miR-203a-5p and FABP4
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[ R K 2 5 — B 2 [ [ 2 S G Sh A A B 2% 7 2 o
AL HEEEHE S 1 2023-D006-01)
128 SiapibFRE R FH4%L EHE4 °C
A R A2, A AR, i S i AL A IR
% E 15 min, FFERRIEE, LGSR, IA—#t
PCNA(1:200) 4 °CH¥ & 18, A ZH1(1:500) 2 4 57
B2 h, DABR (O AR 0, ARG R G, BiKiE W, &
F, RABE ISR, 2 A AT A B BT D BH PR A
L, 4 3 B i H (PT)=FH M 20 B 5 A AT A £ 100% o
1.3 Geitoh

4 73 Hr H Graphpad Prism 8.0.1, (4 H (x+s)
FoR, BINE T EN LY 25, SNK-giG 5641 P
P 2% 5, P<0.05R 7R 2R A G o

2 R
2.1 FABP4FImiR-203a-5p%E[5) 5% 2RI E
miR-203a-5p5 FABP4 {145 & i £ (TargetScan

FABP4
miR-203a-5p

]R3 T ) B P 297 755« miR-203a-5p mimic+FABP4-
WTZH 2 2 't 2 i 7% P I T miR-NC+FABP4-WT
4 (P<0.05). W.F#1.
2.2 EiAmiR-203a-5pRIANT & 4H K562 408
miR-203a-5pF1FABP43R1A 7K FE RIS
miR-203a-5p mimicZl K5624Hffd miR-203a-5p
FiE K- T control 2L FlmiR-NC4H, FABP4 mRNA
FIE KA T control H Fl miR-NCH4 (P<0.05);
miR-203a-5p mimic+pc-FABP44] K56241 il FABP4
mRNA K IE 7K F- & F miR-203a-5p mimic+pc-NCZH
(P<0.05). W.%2.
2.3 _LEiEAmiR-203a-5pFRIAXT Z K562 40 fEI45E
BE JTHIF N
miR-203a-5p mimicZl K562 4 ffl DoofH (24
48 h)FH 4 g 34 5EH Z A% T control 2 Fl miR-NC4H
(P<0.05); miR-203a-5p mimic+pc-FABP441 K562
M DaoofH (24~ 48 h)FIAH Y 5H % 15 T miR-203a-5p

CCGGUGGGUGACUGA----AACCACAG

UUGACAACUUGACAAUUCUUGGUGA

[E2 FABP4FImiR-203a-SpHIZE &L=
Fig.2 Binding sites of FABP4 and miR-203a-5p

®1 RAREITEMELR

Table 1 Comparison of luciferase activities

il EPiiv N i3iEs
Groups Luciferase activity
miR-NC+FABP4-WT 1.04+0.06
miR-203a-5p mimic+FABP4-WT 0.39+0.04*
miR-NC+FABP4-MUT 1.01+0.07
miR-203a-5p mimic+FABP4-MUT 1.08+0.09

n=6; *P<0.05, 5miR-NC+FABP4-WTZH L5 .
n=6; *P<0.05 compared with miR-NC+FABP4-WT group.

2 BHKS6240R0F miR-203a-5pFIFABP4E F FRIK K FLLER
Table 2 Comparison of miR-203a-5p and FABP4 gene expression levels in K562 cells of each group

g

Groups miR-203a-5p FABP4 mRNA
Control 1.00+0.01 1.01£0.01
miR-NC 1.01+0.02 1.00+0.01
miR-203a-5p mimic 1.9240.11* 0.38+0.03**
miR-203a-5p mimictpe-NC 1.89+0.09 0.39+0.03
miR-203a-5p mimic+pc-FABP4 1.91+0.08 0.76+0.05%

n=6; *P<0.05, Scontrol41 LL#¢; “P<0.05, 5miR-NC4LLL4E; “P<0.05, 55 miR-203a-5p mimic+pc-NCZH L%
n=6;*P<0.05 compared with control group; “P<0.05 compared with miR-NC group; “P<0.05 compared with miR-203a-5p mimic+pc-NC group.
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mimic+pc-NCZL(P<0.05). JLE3HIZE3, mimic+pc-FABP4Z K 56241 ff i 12 %A T miR-203a-
2.4 LEiAmiR-203a-5pFRIAXT FEKS624HBEAT  5p mimictpe-NC4AL(P<0.05). W.IE4MFA4,
A 2.5 _EimiR-203a-5pFRik xS & HKS562 40 A HA
miR-203a-5p mimicZ K56240 fg 8 - % 5 AN
T controlZH F1 miR-NC4l (P<0.05); miR-203a-5p miR-203a-5p mimicl K56241 i Go/G, 141 o Lt
Edu DAPI BF Merge

Control

miR-NC

50 um - 50 um

miR-203a-5p mimic

miR-203a-5p mim-
ictpe-NC

miR-203a-5p mim-
ictpc-FABP4

50 um 50 pm @

E3 Edut@sR
Fig.3 Edu staining results

3 BLEKS62LRAD (B FNIEFE R L AR

Table 3 Comparison of D4y value and proliferation rate of K562 cells in each group

Vi HATEZE /% Do

Groups Proliferation rate /% 24 h 48 h
Control 62.78+5.39 0.40+0.02 0.76+0.05
miR-NC 61.43+4.86 0.41+0.03 0.7840.06
miR-203a-5p mimic 23.81£2.57** 0.24+0.02** 0.46+0.03**
miR-203a-5p mimic+pc-NC 22.53+2.64 0.25+0.03 0.45+0.03
miR-203a-5p mimic+pc-FABP4 48.36+5.12¢ 0.3440.03% 0.64+0.04%

n=6; *P<0.05, control 4L LL; “P<0.05, 5miR-NCH1 4% “P<0.05, 5miR-203a-5p mimic+pe-NCAL AL .
n=6;*P<0.05 compared with control group; “P<0.05 compared with miR-NC group; “P<0.05 compared with miR-203a-5p mimic+pc-NC group.
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#1751 T control 2L A1 miR-NCZH., SHAFI Go/M A4 Lk
BT control L Al miR-NCZH (P<0.05); miR-203a-5p
mimic+pc-FABP441 K56241 it Go/G {4H g LE 51K T
miR-203a-5p mimic+pc-NCZH, SHIFN Gy MHEHZH A Lk
17 T miR-203a-5p mimic+pc-NC4L(P<0.05). W14
SHIERS.
2.6 _LEiAmiR-203a-5p3Rikxt & LHKS622HBax .
Bcl-2. cleaved caspase-3. PCNAFIFABP4E&EH
FKIEHIF MR

miR-203a-5p mimicZ K56241 /g Baxfll cleaved

caspase-3 1 [ R 1L KT 15 T control 20 Fl miR-NC4H ,
Bcl-2. PCNAFI FABP4ZE [ %A K TK T control
ZH A1 miR-NC4 (P<0.05); miR-203a-5p mimic+pc-
FABP44H K56241 iy Baxfll cleaved caspase-3 %K [1#%
%7K FAK T miR-203a-5p mimict+pe-NCZH, PCNA
Bel-2 1 FABP4 4 H R 1A 7K P 5 T miR-203a-5p
mimic+pe-NC41(P<0.05). WE6FIZ6.,

2.7 _LEiAmiR-203a-5pFRIAXTIRRBEBE K
Al

LV-miR-203a-5Sp 41 4 R B 1 )% il & . FABP4

Control miR-NC miR-203a-5p mimic
1044 0.24% 3.49% 10+ 40.27% 3.51% 10¢41.18% 22.36%)
10° 3 10°4 10°
F 102 10 107
10' 3 10" 10"
100 1 94.90% 1.37% 100 194.46% 1.76% 100 159-54% 16.92%
10° 10! 102 10° 10* 10° 10! 10% 10° 10 10° 10! 102 10° 10*
Annexin V-FITC Annexin V-FITC Annexin V-FITC
miR-203a-5p mimic+pc-NC miR-203a-5p mimic+pc-FABP4
10* §1.21% 23.47% 10* 0.98% 18.99%
10° 5 10° 4
~ 107 & 102
10' E 101 E
10° 58.71'%] - 16.61'% 100 76.89"’/0I - 3.1'4:%
10° 10! 10% 10° 10* 10° 10! 10° 10° 10*

Annexin V-FITC

Annexin V-FITC

El4 HEMPUATLER
Fig.4 Apoptosis results in each group

F4 RBAKS62MBEAT-FRELE

Table 4 Comparison of apoptosis rates of K562 cells in each group

Pyl VAT S%
Groups Apoptosis rate /%
Control 4.78+0.62
miR-NC 5.06+0.73
miR-203a-5p mimic 38.54+4.16**
miR-203a-5p mimic+pc-NC 39.27+4.28
miR-203a-5p mimic+pc-FABP4 21.63+2.57¢

n=6; *P<0.05, Ljcontrol41 LL#; *P<0.05, S5miR-NCH LL#; “P<0.05, 55miR-203a-5p mimic+pe-NCZH Lb4
n=6;*P<0.05 compared with control group; “P<0.05 compared with miR-NC group; “P<0.05 compared with miR-203a-5p mimic+pc-NC group.
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Fig.5 Cell cycle of each group
#5 _LiAmiR-203a-5p3T & HK 56240 A1 B EA R 204
Table 5 Effects of up-regulation of miR-203a-5p on K562 cell cycle in each group
i
”J Go/G, s GM
Groups
Control 43.38+3.26 25.74+1.82 30.88+2.31
miR-NC 44.67+3.24 23.36+2.24 31.97+2.46
miR-203a-5p mimic 81.53+£5.27** 9.78+0.87** 8.69+0.73*"
miR-203a-5p mimic+pc-NC 82.46+5.63 9.38+0.81 8.16+0.67
miR-203a-5p mimic+pc-FABP4 61.82+4.57% 18.72+1.73% 19.46+1.59%

n=6; *P<0.05, Ljcontrol4 LL#%; *P<0.05, 5miR-NC# LL#%; “P<0.05, 55 miR-203a-5p mimic+pc-NCZH LL4
n=6;*P<0.05 compared with control group; “P<0.05 compared with miR-NC group; “P<0.05 compared with miR-203a-5p mimic+pc-NC group.

mRNAZ LK F. FABP4FH 2 F PCNA FH 4 %
X F LV-NC4L, miR-409-3pFi% /K F- & T LV-NC4H
(P<0.05). W7, E8FIET.

3 g

CML & — SR T34 1240 PR ) 5 e e 4
PEPESERE ). CMIL IR 54 A 41 JE) L 1 200 i e 5
HHTHERS % | IR E A LB B R AT, e H 2
PRI N, R, A CMLALS T 25T
RSP e R 2L, SRV RIS BLROG , S3
FHRIZNBI AT (BRI, TR IR 2500,
5587, CMLIR R AL 5 SE R 23k S 0%, BRIk
PRI CMLR 2 (1948 F L) 36 57 B T AT it
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A: control4l; B: miR-NC41; C: miR-203a-5p mimic4l; D: miR-203a-5p mimic+pc-NC41; E: miR-203a-5p mimic+pc-FABP44.
A: control group; B: miR-NC group; C: miR-203a-5p mimic group; D: miR-203a-5p mimic+pc-NC group; E: miR-203a-5p mimic+pc-FABP4 group.
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Fig.6 Expression of Bax, Bcl-2, cleaved caspase-3, PCNA, and FABP4 in K562 cells of each group
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Table 6 Comparison of protein expression of Bax, Bcl-2, cleaved caspase-3, PCNA, and FABP4 in K562 cells of each group

ek

Bcl-2 Bax Cleaved caspase-3 PCNA FABP4
Groups
Control 0.86+0.10 0.19+0.03 0.27+0.04 1.03£0.12 1.18+0.14
miR-NC 0.89+0.11 0.18+0.03 0.26+0.03 1.01£0.12 1.21+0.15
miR-203a-5p mimic 0.3120.05*" 0.76+0.09*" 0.94+0.12** 0.39+0.05** 0.46+0.06*"
miR-203a-5p mimic+pe-NC 0.32+0.05 0.75+0.09 0.92+0.12 0.37+0.05 0.48+0.07
miR-203a-5p mimic+pc-FABP4  0.68+0.09% 0.42+0.06% 0.51+0.07% 0.78+0.09% 0.97+0.12%

n=6; *P<0.05, Scontrol41 EL#Z; “P<0.05, 5miR-NCAL L #z; #P<0.05, 5miR-203a-5p mimic+pe-NCAL EL#5 o
n=6;*P<0.05 compared with control group; “P<0.05 compared with miR-NC group; “P<0.05 compared with miR-203a-5p mimic+pc-NC group.
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Fig.7 Tumor morphology of nude mice in each group
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Fig.8 FABP4 and PCNA protein expression in tumor tissue of nude mice in each group
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Table 7 Effects of upregulation of miR-203a-5p expression on the growth of transplanted tumor in nude mice

ik SR 5 B FABPAJH 14 2/% PCNA PHPE /%

M PR R _ miR-203a-5p  FABP4 mRNA DAL PREER%
Groups Transplanted tumor weight /g Positive rate of FABP4 /% PCNA positive rate /%
LV-NC 0.94+0.11 1.00+0.01 1.00+0.01 53.38+5.67 38.46+3.51
LV-miR-203a-5p 0.42+0.05* 1.78+0.03* 0.45+0.03* 26.93+2.84% 15.28+1.72%

n=6; *P<0.05, SLV-NCHLEL.
n=6; *P<0.05 compared with LV-NC group.
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